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[Abstract] Objective To investigate the distribution characteristics of microRNA-145 (miR-145) gene
rs41291957 and rs353291 polymorphisms in Baise city, Guangxi Zhuang Autonomous Region, and to compare their
genotype and allele frequencies with other ethnic groups. The distribution differences were further analyzed to analyze
the relationship between rs41291957 and rs353291 polymorphisms and blood lipids. Methods A total of 275 healthy
people who underwent physical examination and miR-145 gene detection in Health Care Department of Baise
People's Hospital from July 2020 to December 2021 were selected as the research objects. The genotypes and
gene frequencies of rs41291957 and rs353291 were detected by TagMan probe single nucleotide polymorphism
typing technique,and the blood lipid related indexes were detected by TBA-FX8 Canon automatic biochemical
analyzer. The differences in gender and ethnic distribution of rs41291957 and rs353291 polymorphisms,as well
as the differences in blood lipid levels of different genotypes were compared by statistical methods. Results There
were three genotypes of AA,AG and GG in miR-145 gene rs41291957 and rs353291 in 275 subjects. The geno-
type frequency distribution of the two sites conformed to the Hardy-Weinberg genetic equilibrium law,and the

differences were not statistically significant (P~>>0. 05) , which was representative of the population. Compari-
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son of rs41291957 and rs353291 polymorphisms between different gender subjects, and the differences were
not statistically significant (P>>0. 05). There were no significant difference in the distribution of rs41291957
and rs353291 polymorphisms between 275 subjects and East Asian population, and the distribution of
rs353291 polymorphisms between 275 subjects and European population (P =>0. 05). The distribution of
rs41291957 locus polymorphism in 275 subjects was significantly different from that in European population,
and the distribution of rs41291957 and rs353291 locus polymorphism was significantly different from that in
African, American and South Asian populations (P <C0. 05). There were no significant differences in blood lip-
id levels among the subjects with three genotypes of rs353291 locus,and there were no significant differences
in total cholesterol, triglyceride and low density lipoprotein cholesterol among the subjects with three geno-
types of rs41291957 locus (P >>0.05). There were significant differences in high-density lipoprotein cholester-
ol among the three genotypes of rs41291957 (P <C0.05). Conclusion  The distribution of miR-145 gene
rs41291957 and rs353291 polymorphisms in Baise city, Guangxi Zhuang Autonomous Region is not affected by

gender, but there are differences in the distribution between different races. The polymorphism of miR-145

gene rs41291957 is closely related to the level of high density lipoprotein cholesterol.
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rs41291957 rs41291957-g F AATTACAACAGCCTCTCGg 146
rs41291957-a F GAATTACAACAGCCTCTCGa
rs41291957 R GCACTGCACCTCAGGC
rs41291957probe-FAM FAM-AGCCCAGGTCCCCTCTAACACC-BHQ1
rs353291 rs353291 F AGGGTGGGTAGAGATGCC 114
rs353291 R AAAACCTTAAGTCTTCGTTCGATTT

rs353291 probe-FAM

rs353291 probe-VIC

FAM-TGTTCTCTGGCTGCaTTCC-BHQ1

VIC-TGTTCTCTGGCTGCgTTCC-BHQ1
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AFFEIES AT FR L M (P, P o) R K
FHR RS 56 5 180988 LR B0 B L 26, R X0 G
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AA 141 139. 69
AG 110 112. 61
GG 24 22.69
rs353291 1.357  0.244
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% 147 13(8. 8 64(43.5) 70047, 6) 90(30. 6) 204(69. 7)
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M 978 922(94. 3) 56(5.7) 154,640 <0001

rs353291
BT 550 232(42.2) 318(57. 8) — —
1270 1322 248(18. 8) 1074(81.2)  111.759 <<0.001
e 694 221(31.8) 473(68.2) 14.161 <<0.001
FRIA 1008 410(40. 7) 598(59. 3) 0.334  0.564
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GG 4,9940.63  1.104+0.33  1.6040.23  2.8740.60
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